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Section 1
How to search a Y-STR haplotype
Entry of the haplotypes can be performed manually or through a properly formatted 
spreadsheet. Searches can be performed individually or in batches. 



How to search a Y-STR Haplotype

Access the database at https://yhrd.org. Click 
Search the database in the banner.

https://yhrd.org/


How to search a Y-STR Haplotype

Choose your data entry option. Manually 
enter a haplotype or import haplotype(s) 

from a spreadsheet.



How to search a Y-STR Haplotype

For guidance on how to format a 
spreadsheet, click Help & Support from the 

banner, select the support link, and follow the 
instructions.



How to search a Y-STR Haplotype

To manually enter a haplotype, select the 
appropriate Y-STR multiplex to organize the 

loci, then enter each allele. Click Search.



How to search a Y-STR Haplotype

If using a spreadsheet for entry, YHRD will detect the kit used to generate the 
data based on the loci present. Each haplotype can be searched individually or 

together as a batch. Click Search when all desired haplotypes are selected. 

To perform 
multiple 
searches 

simultaneously, 
check each 
haplotype.



How to search a Y-STR Haplotype
If you performed a batch 

search, select each sample 
tab to view search results.

YHRD automatically searches each haplotype 
against the Worldwide database. See next slide 

for U.S. database searches.



How to search a Y-STR Haplotype

To search against the U.S. database, click  
Add feature to this Report to view the 
dropdown menu, then select National 
Database (with Subpopulations, 2014 

SWGDAM-compliant). 



How to search a Y-STR Haplotype
The results of the search against the National Database 

(with Subpopulations) – United States is now included in 
the results panel. This database contains the U.S. Y-STR 

Database samples.



How to search a Y-STR Haplotype

The Observed results box includes the observed haplotype frequencies and 1-sided 95% upper confidence 
interval profile probabilities for each subpopulation (African American, Asian, Caucasian, Hispanic, Native 
American, and Overall). The Theta-corrected Match Probability results box provides two combined theta-

corrected match probabilities (with and without the Native American population). 
Note: in this particular search, haplotypes from the Native American population were included in the database. 

As of November 2018, no Native American population samples are present in the ‘maximal’ database.



How to search a Y-STR Haplotype

To save search results, right click 
anywhere on the page or Ctrl + P and 

select print. You will have the option to 
save as a pdf or print results. 



How to search a Y-STR Haplotype

This search of a maximal haplotype (29 loci) provides an example that does not return results from the Native American 
population because no Native American haplotypes exist in the maximal population database. Also note that because 

the number of loci in the searched haplotype exceeds 22 loci, theta-corrected match probabilities are not provided 
(refer to Appendix 1 of the 2014 SWGDAM Interpretation Guidelines for Y-Chromosome STR Typing). 



Section 2
How to search a Y-STR haplotype with reduced loci 
Per the 2014 SWGDAM Y-STR Interpretation Guidelines, it is acceptable to perform additional 
searches of the population database using reduced locus sets in an attempt to obtain the maximal 
discrimination potential for that combination of evidence and population database profiles. This 
section describes how to perform reduced loci searches using YHRD. 



How to search a Y-STR Haplotype with reduced loci

These instructions 
guide the user 

through the entire 
process. The 

following slides will 
illustrate these steps 

with an example. 
Note: these 

instructions refer to 
items on a 

spreadsheet that is 
shown in the next 

slide. 



How to search a Y-STR Haplotype with reduced loci

A spreadsheet is 
recommended to record 

values obtained from 
reduced locus searches. 

Note: cells in this 
spreadsheet are 

referenced in the 
previous slide.



How to search a Y-STR Haplotype with reduced loci

Follow the instructions in Section 1 to enter the complete Y-STR 
haplotype and click Search.



How to search a Y-STR Haplotype with reduced loci

In this example, the PP Y23 haplotype has been observed 2 times (x1) in the National Database (with Subpopulations) –
United States (out of 5,717 haplotypes; n1) and has a 1 in 908 profile probability. Now that the entire database has been 

searched with the complete Y-STR haplotype, select the next smallest multiplex that has fewer loci than your Y-STR 
haplotype and search again (next slide).  

Note: A more discriminating set of loci gives a less discriminating frequency estimate than a less discriminating set of loci, simply because there were fewer 
database profiles typed with the more discriminating set.



How to search a Y-STR Haplotype with reduced loci

To reduce the number of loci in the previously 
searched haplotype, click on the next smallest 

multiplex (do not return to the Search the Database 
tab). The reduced locus haplotype will be displayed 
and the search results will automatically be updated 

to reflect a reduced locus search. 



How to search a Y-STR Haplotype with reduced loci

In this reduced locus search using 
just the Yfiler loci, the haplotype has 
been observed 12 times (x2) out of 

29,277 haplotypes (n2) in the 
National Database (with 

Subpopulations) – United States.

See the next slide to determine how 
many of these 12 observations, based on 

Yfiler loci, are present in the PP Y23 
database.



How to search a Y-STR Haplotype with reduced loci

To search the PP Y23 database without the additional loci beyond the Yfiler multiplex, select the PowerPlex Y23
button (do not return to the Search the Database tab). Note that the haplotype displays all of the alleles present 
in the Yfiler multiplex but the additional loci in the PP Y23 multiplex are represented by a dot. The search results 

will automatically be updated to reflect a search of the PP Y23 dataset using the Yfiler haplotype. 



How to search a Y-STR Haplotype with reduced loci

The Yfiler haplotype searched 
against the PP Y23 dataset has 

been observed 5 times (x3) in the 
National Database (with 

Subpopulations) – United States 
(out of 5,717 haplotypes).

A user will subtract the number of 
matches from this search (x3) from the 

number of matches obtained from second 
search (x2). This new value, x4, represents 

the number of haplotypes from the 
smaller dataset (Yfiler) that are excluded 
from the larger dataset (PP Y23) and are 

representative of that multiplex only (Just 
Yfiler). 



How to search a Y-STR Haplotype with reduced loci

To obtain the total number of matches from both datasets, add the 
number of matches observed from the first search using the full multiplex 

haplotype (x1 = 2) to the number of matches calculated in the previous 
step (Just Yfiler, x4 = 7).  Record this value (x5 = 9). Use the n2 (29,277) 

from the larger dataset to calculate the frequency estimate (1 in x/n) and 
the profile probability (1 in 95% UCI). 



How to search a Y-STR Haplotype with reduced loci

Continue to perform reduced locus searches by selecting the next smallest multiplex (PP Y), record new values (x 
and n), then search the previous multiplex (Yfiler) again, record new value (x), and calculate new frequency 

estimates and profile probabilities. Repeat until all multiplexes (Minimal) have been searched.  



How to search a Y-STR Haplotype with reduced loci

Once all datasets are searched 
and new frequency estimates 
and profile probabilities are 

calculated, the profile 
probabilities can be compared 

to determine the most and 
least discriminatory 

probabilities. 



Section 3
How to check the current state and composition of the database
The number of haplotypes in the databases can be verified.  The composition and 
contributing laboratory of each metapopulation and national database haplotypes 
are available for review.  



How to check the current state of the database
From the homepage, 
select Resources then

Database Statistics



How to check the current state of the database
Click on 

Geographical link



How to check the current state of the database

Hover over the map 
of the U.S. to view 

the number of 
haplotypes contained 

in the database



How to check the composition of the database

From the homepage, 
select Resources then
Database Composition



How to check the composition of the database

Select the 
National 

Database, 
then scroll to 

the link to 
the United 

States 
database



How to check the composition of the database

Scroll down to view the 
composition of the U.S. 

database. Select links under 
Population Sample column 
to obtain more information 

about the database 
haplotypes. 



Section 4
How to check release history
The current release version and information about the contributed haplotypes can 
be reviewed.  



How to check release history

From the homepage, 
select Release History



How to check release history

The most current 
release version is 

displayed first 
followed by previous 

release versions. Links 
to information about 

the contributed 
haplotypes for each 

release are provided.



Section 5
How to obtain locus information
The loci comprising each dataset can be reviewed. Additional information about 
each locus is available and includes mutation rate, observed alleles, number of null 
allele observations, and allelic distribution.  



How to obtain locus information

From the homepage, 
select Locus 
Information



How to obtain locus information

Click on any locus to obtain 
additional information



How to obtain locus information

To view all available alleles, click 
through each option.

To view the counts and database 
percentage of a particular allele, 

hover over the allele’s bar.
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