YHRD kinship

formula

L : set of loci with typed results for ancestor and offspring
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Example

ancestor haplotype : {Ly : 10”7, Ly : “117}
offspring haplotype : {L; : “10”, Ly : “127}
f (offspring) : 1/100; frequency of offspring’s haplotype
m:1
w:{Ly:{1:0.1,2:0.05,3:0.01},Ly:{1:0.1,2:0.05,3:0.01}}
(1 —p):{L1:0.84,Ly:0.84}

L:{Ly, Ly}
s:{L1:0,Lq:1}
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